In all SNX-combinations co-localisation and co-movement of vesicular structures can be detected. However, co-localisation is particularly pronounced for the combinations GFP-SNX1/mCherry-SNX5, GFP-SNX1/mCherry-SNX6, mCherry-SNX2/GFP-SNX5 and GFP-SNX2/mCherry-SNX6.
(B) Co-expression of a marker of the cargo-selective sub-complex of the retromer (mCherry-VPS26) with GFP-tagged SNX5 or SNX6 displays a high degree of co-localisation. Please note that the images in the GFP-and the mCherry-channel were collected sequentially, leading to the mCherry-channel being recorded with a short delay relative to the GFP-channel. Therefore the red and the green label on very fast moving structures appear to be separate, while most likely they reside on the same structure. Bar, 20 µm. Figure S4 . Cellular Organization upon p150 glued and Rab6IP1 Suppression Under the level of p150 glued or Rab6IP1 suppression achieved in the current study, the organisation of the TGN, as shown by labelling TGN46 is not grossly perturbed nor is the microtubule organisation or distribution of EEA1-positive early endosomes. A minor dispersal of the CD63-labelled lysosomal compartment is apparent upon p150 glued suppression. Bars, 20 µm. GST pulldown of bacterially expressed SNX1 and SNX4 demonstrates that GST-SNX1 but not GST-SNX4 can associate with GFPtagged Rab6IP1.
Figure S3. Schematic Representation of Yeast Two Hybrid Hits with Identified Interaction Regions

Figure S8. Schematic Representation of s Model for Retromer-Mediated Endosomal Sorting
In this model the involvement of the dynein-dynactin motor in retromer-mediated endosome-to-TGN transport is incorporated, as well as the putative tether Rab6IP1 located at the TGN. Also illustrated are the fusion and fission events of retromer-labelled endosomes visible in live cell imaging. Currently it is not clear what structures actually fuse with the TGN to deliver the CI-MPR (red
